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FIG. 6 

SEO ID NO: 3 

1 tttattagaa caagaagtga ggatatgatt aaactttgtt tgacgaaacc 
51 aggtctgttc cgactttccg actctgagtt tcgacttgtg agagaaggag 
101 gagtcgtggt gaacttttat taaaaaaatt agttcactcg tcttcaatct 
151 cttgatcact tcgtctcttc agggaaagat gggaagaaca ctgatgagtc 
201 tcgcaaggtt tactcctcta tcttcattgt ttttttacaa aatcttg 
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pVUGl seqment 5689-G757 
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pVUG2 seqment 5689-6757 
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(SEQ ID NO: 6) 
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